contacts in the structure, based on inter-helical NOEs that were measured experimentally. We mutated these three amino acids to Ile in order to disrupt this "NMR interface". (C) Amino acids A374, G375 and S378 participate in several GxxxG-like motifs (also known as SMALLxxxSMALL motifs), known to mediate TM helix dimerization 1 . These GxxxG motifs have been proposed to stabilize a putative alternative FGFR3 TM dimer structure 1 . A374, G375
and S378 were mutated to Ile in our studies in order to disrupt this putative alternative dimer interface. (D) Amino acids A374, G375 and S378 face away from the dimer interface in the NMR structure. 
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